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Microba CSO presents to US industry conference 
 

Microba Life Sciences Limited (ASX: MAP) (“Microba” or the “Company”) is pleased to announce Chief Scientific Officer 

A/Professor Lutz Krause will present to microbiome research and development professionals at the 7th Annual Translational 

Microbiome Conference running from 13 – 14 April in Washington, DC. The virtual presentation will be delivered on Day 

One at 4.30PM 13 April (US EDT) / 6:30AM 14 April (AUS EST). 

A copy of the presentation is attached to this announcement. 

 

This announcement has been authorised for release by the Chairman and Chief Executive Officer. 

 

For further information, please contact: 

 

Dr Luke Reid 

Chief Executive Officer 

E: Luke.Reid@microba.com 

Simon Hinsley 

Investor / Media Relations 

E: simon@nwrcommunications.com.au  

T: +61 401 809 653 

 

About Microba Life Sciences Limited 

Microba Life Sciences is a precision microbiome company driven to improve human health. With world-leading technology 

for measuring the human gut microbiome, Microba is driving the discovery and development of novel therapeutics for 

major chronic diseases and delivering gut microbiome testing services globally to researchers, clinicians, and consumers. 

Through partnerships with leading organisations, Microba is powering the discovery of new relationships between the 

microbiome, health and disease for the development of new health solutions. 

For more information visit: www.microba.com 

Microba encourages all current investors to go paperless by registering their details with the designated registry service 

provider, Automic Group.  
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Microbiome science is changing medicine 
and will transform chronic disease management

Microbiome testing to match patients 
with the right treatment

Microbiome therapy to treat 
chronic diseases

Microbiome modulating primary and adjuvant 
therapies are currently being developed to 

address autoimmune, inflammatory, metabolic, 

mental health disorders and cancer 
immunotherapy

Microbiome biomarkers and signatures are being 
developed for diagnosis, screening, 

drug response assessment and health risk 
monitoring.



Microba’s Discovery Platform
Revealing new relationships between
the microbiome, health and disease
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Microba 
technology

Other
TechnologyMicroba analyses 

the entire microbiome 
using proprietary 

technology.

Precise and 
comprehensive 

measurement unlocks 
this rich source of 

opportunity to improve 
human health.

9

71% of the human gut microbiome remains uncultured
Almeida et al (2021) Nature Biotechnology DOI: 10.1038/s41587-020-0603-3

Illustrative visualisation of the gastrointestinal tract and the additional 
bacteria visible to Microba with its platform technology.

This graphic is for illustrative purposes only

https://doi.org/10.1038/s41587-020-0603-3
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Microba’s leading metagenomics analysis platform measures 
the microbiome with unparalleled performance

We classify up to 95%
per sample1

We have world leading 
specificity and sensitivity

Metagenomic mapping technology 
delivering leading microbiome 
measurement when combined 
with Microba’s Genome Database

Microba 
Community Profiler

Microba
Genome Database
World leading, expertly curated 
microbial genome reference 
database of microbial genomes 
to deliver unmatched detection 
coverage of the human microbiome

Superior coveragePrecision

Data generated by Microba Life Sciences 

1 Parks et al 2021 DOI: 10.3389/fmicb.2021.643682

https://doi.org/10.3389/fmicb.2021.643682
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Microba’s metagenomic analysis is best in class,
as benchmarked in Frontiers in Microbiology

Precise Accurate Sensitive

99% precision
Reports 8-65x less false positive species

96% F1 score
Outperforms other profilers by 3 – 22%

0.007% detection limit at FDR of 0.1%
4 – 86x improved detection limit 

*MCP = Microba Community Profiler

Data generated by Microba Life Sciences (Parks et al 2021 DOI: 10.3389/fmicb.2021.643682)

https://doi.org/10.3389/fmicb.2021.643682
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Novel 
interventions 
and therapies

>15,000 gut 
metagenomes

Data-driven discovery 
of microbiome-based 

products

Consistently collected 
and analyzed cohort

Proprietary 
databank

Health, Medication, 
Lifestyle, Diet Data

Biome Data

Using precision microbiome analysis to generate
a globally unique dataset to power microbiome discovery
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Analysis platform Therapeutic PlatformDiscovery Platform

Population testing
AI & Advanced 

Biostatistics
Drug 

Formulation

Group 
comparison Disease Models

Disease

Healthy

Human first, data-driven approach to 
microbiome discovery & development
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Microba’s data-driven discovery interrogates the novel microbiome

71%

29%

Microba

focuses on the 71% of the 
human microbiome that 

has  so far resisted 
cultivation*

Precision techniques 
developed by 
Microba enable 
access to novel 
microbial biomarkers 
with precision and 
efficiency.

Most microbiome-based 
treatments are sourced from 
the 29% of readily cultured 

species*

*Almeida et al (2020) DOI: 10.1038/s41587-020-0603-3

https://doi.org/10.1038/s41587-020-0603-3


Developing novel
microbiome-based treatments
Flagship IBD program powered by
Microba’s Therapeutics Platform



11
C

o
n

tr
o

l
Li

fe
-s

ty
le

Machine learning

Microba identified 
high-confidence leads
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Microba uses AI based approaches to identify candidate microbial leads

Data generated by Microba Life Sciences
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Key therapeutic leads missed without comprehensive 
measurement and analytic techniques

Re-analysis of independent 
published clinical data using 

Microba’s technology

Independent published 
clinical study results

Microba results from analyzing 
independent data

Analysed using leading alternative profiler

Leads discovered 
in Microba data
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Data generated by Microba Life Sciences using raw data from Microba Life Sciences and Franzosa et al. 2018
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Acute DSS model in C57Bl/6, 200 µl of live 
bacterial solution (1 x 109 cells/ml) orally 

Healthy + Vehicle

DSS + Prednisone 

DSS + Vehicle

DSS + Lead species 3

Epithelial injury

▪ No adverse effects observed in healthy animals

Histopathological scoreLeads promote mucosal healing
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Lead candidates prevent colitis
in an acute model of DSS induced murine colitis

Inflammation score
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Data generated by Microba Life Sciences
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SKG mice develop IL-23 dependent ileitis 

SKG (BALB/c ZAP-70)

Ileitis

IL-23

Curdlan

Th17 cell 
skew

Acclimatisation
1-4 weeks

Curdlan 
Day 0

Anti IL-23
Day -1

Daily Treatment (Day -2 - 6) 
with live leads

Lead species 1 treatment results in 
reduced serum concentrations of 
IL-23, IL-12p70, IL-6 and GM-CSF.
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Lead candidates prevent Crohn’s like ileitis and
suppress pro-inflammatory serum cytokines in SKG mice

Data generated by Microba Life Sciences
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Leads show strong in vitro therapeutic activity of cell migration and 
immune suppression - further elucidating mechanism of action
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Leads promotes epithelial cell  migration –a key process 
underpinning effective wound repair and mucosal healing

Leads suppresses IL-23 mediated STAT3 activation  
– a crucial pathway in the uncontrolled intestinal 

inflammatory process of IBD
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4,784 Bacteria observed 
in Microba dataset

Many bacteria 
differentially abundant in 

health vs IBD

Bacteria 
prioritised based 

on signal strength

12 isolated using 
proprietary isolation 

techniques

In vitro & in vivo testing 
completed on 10 leads

3 Lead candidates 
selected based on 

efficacy 
& safety profile

Lead candidate selected 
& manufactured for 

Phase I

1
8

 m
o

n
th

s

Today
Is significantly 

progressed

Microba

CANDIDATE SELECTION PROCESS

Inflammatory Bowel Disease Program
Demonstrating rapid translation from data to first in human
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Clinical cGMP Manufacturing of lead candidate

• Single strain bacterial cell therapy developed from a previously uncultivated species
• Commonly found in healthy population, rarely detected in IBD
• Strictly anaerobic and has been cultivated from healthy human donor
• Safe and strong efficacy in multiple mouse models.
• Small scale manufacturing of drug substance successfully completed
• Now progressing into cGMP manufacture.

cGMP Manufacturing

Process screening Process development cGMP manufacture DP release

• Medium screening
• Drug substance & 

drug product 
production

Clinical trial

Phase 1 study
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0              25             50            7 5          100

Lead candidate

P r evalence (%)

Phylogenetic tree of all 
bacterial species 

within the same family 
as lead candidate

Prevalence in:

• Identification enabled by 
Microba’s precision 
microbiome analysis

• A previously uncultivated, 
uncharacterized species 

• Rationally discovered 
from human samples

• Clearly stands out from 
other species

Data-driven discovery 
of IBD lead candidate

Data generated by Microba Life Sciences



Biomarker discovery
Diagnostic predictors 
and response to treatment
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Advanced machine learning tools needed to achieve high powered 
predictive models for disease diagnosis or treatment response

Treatment Response2
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Diagnostic capability

AI-based IBD classifier

Highly accurate – 97% of 
cases correctly identified

AI diagnostic development IBD Diagnostic

Specificity

Se
n

si
ti

vi
ty

14

Diagnostic capability

AI-based IBD classifier

Highly accurate – 97% of 
cases correctly identified

AI diagnostic development IBD Diagnostic

Specificity

Se
n

si
ti

vi
ty

14

Diagnostic capability

AI-based IBD classifier

Highly accurate – 97% of 
cases correctly identified

AI diagnostic development IBD Diagnostic

Specificity
Se

n
si

ti
vi

ty

14

Diagnostic capability

AI-based IBD classifier

Highly accurate – 97% of 
cases correctly identified

AI diagnostic development IBD Diagnostic

Specificity

Se
n

si
ti

vi
ty

14

Diagnostic capability

AI-based IBD classifier

Highly accurate – 97% of 
cases correctly identified

AI diagnostic development IBD Diagnostic

Specificity

Se
n

si
ti

vi
ty

IBD?

CD?

Specificity

S
e

n
si

ti
vi

ty

1Sponsored IBD Research Program

Specificity

S
e

n
s
it
iv

it
y

AUC=0.97

AI-based IBD classifier

Specificity

S
e

n
si

ti
vi

ty

AUC=0.89

Disease Diagnosis1

1 Data generated by Microba Life Sciences
2 Data generated by Microba Life Sciences using raw data from Ananthakrishnan et al. 2017
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Precise measurement is critical for development
of microbiome-based diagnostics

Dataset: Faecal metagenomes from 128 IBD cases and 
30 controls from Franzosa et al. 2018 was re-analysed
using Microba’s MCP technology.

Species profiles were generated from faecal 
metagenomic data using both MetaPhlAn1 and 
Microba’s technology. 

Machine learning approaches were then applied to 
the species profile data to assess the ability to 
diagnose IBD.

1 Nicola Segata, Levi Waldron, Annalisa Ballarini, Vagheesh Narasimhan, Olivier Jousson, Curtis Huttenhower. Nature Methods, 8, 811–814, 2012
2 Data generated by Microba Life Sciences using raw data from Franzosa et al. 2018

2
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Microba’s re-analysis of published data confirms strong microbial signal 
associated with immune checkpoint inhibitors response

Matson2 Wargo3 Frankel4
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Tested on individual dataset after trained on remaining 2 datasets

Combined set1

5-fold cross validation

1 Data generated by Microba Life Sciences using raw data from Matson et al. 2018, Gopalakrishnan et al, 2018 (Wargo) and Frankel et al, 2017
2 Data generated by Microba Life Sciences using raw data from Matson et al. 2018
3 Data generated by Microba Life Sciences using raw data from Gopalakrishnan et al. 2018 (Wargo)
4 Data generated by Microba Life Sciences using raw data from Frankel et al. 2017



23

Inspection of model identifies potential biomarker
and therapeutic candidates 
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Precise measurement is critical for development 
of microbiome-based diagnostics

Gut microbiome predicts response 
to immune checkpoint inhibitors

Dataset: Metastatic melanoma data from Frankel et al. 2017 
& Matson et al. 2018, were re-analysed using Microba’s MCP 
technology (n = 77, responders = 39, non-responders = 38)

Species profiles were generated from faecal sample 
metagenomic data using both MetaPhlAn1 and Microba’s 
technology. 

Machine learning approaches were then applied to the 
species profile data and patient metadata to assess the ability 
to classify patients.

1 Segata et al. (2012). Nature Methods. DOI: 10.1038/nmeth.2066 
2 Data generated by Microba Life Sciences using raw data from Frankel et al. 2017 & Matson et al. 2018, 

2
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Microbial species biomarkers predict response 
to immune checkpoint inhibitors

MetaPhlAn identifies
0 biomarkers

Microba tools identify 
19 response biomarkers 

P=0.012

Bi omarker 1

P=0.037

Bi omarker 2

Data generated by Microba Life Sciences using raw data from Frankel et al. 2017 & Matson et al. 2018, 



Microbiome research services
Providing partners with access to
Microba’s world-leading technology
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Access world-leading technology and expertise in microbiome analysis at any stage of your research.

Opportunities for partnership
to drive new discovery

Analysis Platform Discovery Platform Therapeutic Platform

Human first, data-driven 
lead identification and 

proprietary isolation methods

A globally unique data resource
and advanced capabilities in 

data mining and AI 

End-to-end solution for
precise and comprehensive

microbiome analysis

• Clinical trial support
• End-to-end research 

services, including sample 
collection, bioinformatics 
and statistical analysis, and 
results interpretation

• Identify microbial biomarkers 
associated with health, 
disease, environment and 
lifestyle

• Discover microbiome 
directed interventions and 
probiotic leads

• Develop novel microbiome 
derived drugs, including live 
microbial drugs and bioactive 
molecules
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