ASX Announcement M'CROBA
13 April 2022 '

Microba CSO presents to US industry conference

Microba Life Sciences Limited (ASX: MAP) (“Microba” or the “Company”) is pleased to announce Chief Scientific Officer
A/Professor Lutz Krause will present to microbiome research and development professionals at the 7th Annual Translational
Microbiome Conference running from 13 — 14 April in Washington, DC. The virtual presentation will be delivered on Day
One at 4.30PM 13 April (US EDT) / 6:30AM 14 April (AUS EST).

A copy of the presentation is attached to this announcement.
This announcement has been authorised for release by the Chairman and Chief Executive Officer.

For further information, please contact:

Dr Luke Reid Simon Hinsley
Chief Executive Officer Investor / Media Relations
E: Luke.Reid@microba.com E: simon@nwrcommunications.com.au

T: +61 401 809 653

About Microba Life Sciences Limited

Microba Life Sciences is a precision microbiome company driven to improve human health. With world-leading technology
for measuring the human gut microbiome, Microba is driving the discovery and development of novel therapeutics for
major chronic diseases and delivering gut microbiome testing services globally to researchers, clinicians, and consumers.
Through partnerships with leading organisations, Microba is powering the discovery of new relationships between the
microbiome, health and disease for the development of new health solutions.

For more information visit: www.microba.com

Microba Life Sciences Ltd ABN 82 617 096 652
Level 10, 324 Queen Street, Brisbane QLD 4000 Australia
T: 1300974 621 E:investor@microba.com W: microba.com
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Empowering translational research

outcomes with precision microbiome
analysis & Al

A/Professor Lutz Krause
Chief Scientific Officer, Microba Life Sciences



Microbiome science is changing medicine

and will transform chronic disease management

Microbiome therapy to treat
chronic diseases

Microbiome modulating primary and adjuvant
therapies are currently being developed to
address autoimmune, inflammatory, metabolic,
mental health disorders and cancer
immunotherapy

MIiCROBA

Microbiome testing to match patients
with the right treatment

Microbiome biomarkers and signatures are being
developed for diagnosis, screening,
drug response assessment and health risk
monitoring.



Microba’s Discovery Platform

Revealing new relationships between
the microbiome, health and disease

MIiCROBA



—

Microba analyses
the entire microbiome
using proprietary
technology.

Precise and
comprehensive
measurement unlocks
this rich source of

opportunity to improve

human health.
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71% of the human gut microbiome remains uncultured
Almeida et a/(2021) Nature Biotechnology DOI: _10.1038/s41587-020-0603-3


https://doi.org/10.1038/s41587-020-0603-3

Microba’s leading metagenomics analysis platform measures
the microbiome with unparalleled performance

& frontiers
Microba Microba | =
Community Profiler Genome Database -
4{:} Metagenomic mapping technology + World leading, expertly curated Evaluation of the Microba )
delivering leading microbiome microbial genome reference gﬁ,’}}.’ﬁ,‘;":,?;:{;';fn?ﬁ.?f’Sf-,'}gg';fs

measurement when combined
with Microba’s Genome Database

database of microbial genomes From the Human Gut Microbiome
to deliver unmatched detection . Lz
coverage of the human microbiome

Danove Fablo i, Lutz Krause

Superior coverage

We have world leading We classify up to 95%
specificity and sensitivity per samplel

Data generated by Microba Life Sciences

MiCROBA L Parks et al 2021 DOI: 10.3389/fmich.2021.643682



https://doi.org/10.3389/fmicb.2021.643682

Microba’s metagenomic analysis is best in class,
as benchmarked in Frontiers in Microbiology
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MICROBA Data generated by Microba Life Sciences (Parks et a/2021 DOI: 10.3389/fmich.2021.643682)
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Using precision microbiome analysis to generate
a globally unique dataset to power microbiome discovery

Proprietary
databank

Novel
)) interventions
and therapies

>15,000 gut
metagenomes ))

{} Biome Data

Health, Medication,
Lifestyle, Diet Data

Data-driven discovery
of microbiome-based
products

Consistently collected
and analyzed cohort

MIiCROBA



Human first, data-driven approach to
microbiome discovery & development
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Microba’s data-driven discovery interrogates the novel microbiome

Microba
focusesonthe 71% of the
human microbiome that
has sofarresisted
cultivation*

Precision techniques
developed by
Microba enable
access to novel
microbial biomarkers
with precision and
efficiency.

Most microbiome-based
treatments are sourced from
the 29% of readily cultured
species*

MICROBA *Almeida et a/(2020) DOI: 10.1038/s41587-020-0603-3
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Developing novel

i

Flagship IBD program powered by
Microba’s Therapeutics Platform

MIiCROBA



Microba uses Al based approaches to identify candidate microbial leads
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Key therapeutic leads missed without comprehensive
measurementand analytic techniques

IBD
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Lead candidates prevent colitis
in an acute model of DSS induced murine colitis

Leads promote mucosal healing Histopathological score Inflammation score Epithelial injury
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Lead candidates prevent Crohn’s like ileitis and

suppress pro-inflammatory serum cytokines in SKG mice

Curdlan

* Th17 cell

IL-23 skew

SKG (BALB/c ZAP-70
leitis

SKG mice develop IL-23 dependent ileitis

¥

AntilL-23Curdlan
Day-1 DayO

| |

Acclimatisation Daily Treatment (Day -2 - 6)
1-4 weeks with live leads
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Data generated by Microba Life Sciences
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Leads show strong in vitro therapeutic activity of cell migration and
immune suppression - further elucidating mechanism of action

Leads suppresses |L-23 mediated STAT3 activation
—acrucial pathwayin the uncontrolled intestinal
inflammatory process of IBD

Leads promotes epithelial cell migration —a key process

underpinning effective wound repairand mucosal healing
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Inflammatory Bowel Disease Program
Demonstrating rapid translation from data to first in human

CANDIDATE SELECTION PROCESS

Many bacteria Bacteria
differentially abundantin prioritised based
health vs IBD on signal strength

4,784 Bacteria observed
in Microba dataset

12 isolated using
proprietaryisolation
techniques

Invitro & in vivo testing
completed on 10 leads

3 Lead candidates
selected based on
efficacy
& safety profile

Microba

Today

Is significantly
progressed

Lead candidate selected
& manufactured for
Phase |

MIiCROBA
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Clinical cGMP Manufacturing of lead candidate

* Single strain bacterial cell therapy developed from a previously uncultivated species
* Commonly found in healthy population, rarely detected in IBD

* Strictly anaerobic and has been cultivated from healthy human donor

» Safe and strong efficacy in multiple mouse models.

* Small scale manufacturing of drug substance successfully completed

* Now progressing into cGMP manufacture.

cGMP Manufacturing Clinical trial
Process development cGMP manufacture DP release Phasel study

Mediumscreening
* Drugsubstance &

drug product

production

MIiCROBA 17



Data-driven discovery
of IBD lead candidate

|dentification enabled by
Microba’s precision
microbiome analysis

A previously uncultivated,
uncharacterized species

Rationally discovered
from human samples

Clearly stands out from
other species
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Biomarker discovery

Diagnostic predictors
and response to treatment

MiCROBA



Advanced machine learning tools needed to achieve high powered
predictive models for disease diagnosis or treatment response

Disease Diagnosis? Treatment Response?
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Precise measurement is critical for development
of microbiome-based diagnostics

IBD Classification ?

Dataset: Faecal metagenomes from 128 IBD cases and
30 controls from Franzosa et al. 2018 was re-analysed
using Microba’s MCP technology.

Species profiles were generated from faecal
metagenomic data using both MetaPhlAn® and
Microba’s technology.

True Positive Rate

Machine learning approaches were then applied to
the species profile data to assess the ability to
diagnose IBD.

—— Microba:0.86
=== Metaphlan:0.68

0.0 1

00 02 04 06 08 1.0
False Positive Rate

1 Nicola Segata, Levi Waldron, Annalisa Ballarini, Vagheesh Narasimhan, Olivier Jousson, Curtis Huttenhower. Nature Methods, 8, 811-814, 2012
2 Data generated by Microba Life Sciences using raw data from Franzosa et al. 2018
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Microba’s re-analysis of published data confirms strong microbial signal
associated with immune checkpoint inhibitors response
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Inspection of model identifies potential biomarker
and therapeutic candidates

Combined test set
5-fold cross validation
1.0

ICI Response Score

0.8

0.0

MIiCROBA
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Yes
Response
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SHAP value indicating feature importance

Species

Data generated by Microba Life Sciences
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Gut microbiome predicts response
to immune checkpoint inhibitors

ICI Classification?

Precise measurementis critical for development

of microbiome-based diagnostics

Dataset: Metastatic melanoma data from Frankel et al. 2017
& Matson et al. 2018, were re-analysed using Microba’s MCP
technology (n =77, responders = 39, non-responders = 38)

Species profiles were generated from faecal sample
metagenomic data using both MetaPhlAn! and Microba’s
technology.

True Positive Rate

Machine learning approaches were then applied to the '

species profile data and patient metadata to assess the ability 0.0 1

= Microba:0.89
=== Metaphlan:0.70

to classify patients. . .

1 Segataet al.(2012). Nature Methods. DOI: 10.1038/nmeth.2066

MICROBA 2 Data generated by Microba Life Sciences using raw data from Frankel et al. 2017 & Matson et al. 2018,
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Microbial species biomarkers predictresponse
to immune checkpoint inhibitors

0.8 - Biomarker 1
P=0.012

0.6 1

0.4 4

0.2 1

Relative Abundance (CLR)

Microba tools identify
19 response biomarkers

0.0

Response Non Response

2.5

MetaPhlAn identifies ponaker
0 biomarkers

151

104

051

Relative Abundance (CLR)

0.0 A

1]

—0.54

Response Non Response

MICROBA Data generated by Microba Life Sciences using raw data from Frankel et al. 2017 & Matson et al. 2018,



Microbiome research services

Providing partners with access to
Microba’s world-leading technology

MIiCROBA



Opportunities for partnership
to drive new discovery

Analysis Platform Discovery Platform Therapeutic Platform

End-to-end solution for A globally unique data resource Human first, data-driven
precise and comprehensive and advanced capabilitiesin lead identification and
microbiome analysis data mining and Al proprietary isolation methods
* C(Clinical trial support * |dentify microbial biomarkers * Develop novel microbiome
* End-to-endresearch associated with health, derived drugs, including live
services, including sample disease, environmentand microbial drugs and bioactive
collection, bioinformatics lifestyle molecules
and statistical analysis, and * Discover microbiome
results interpretation directed interventions and

probioticleads

Access world-leading technology and expertise in microbiome analysis at any stage of yourresearch.

MIiCROBA 27
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Contact

Head Office
Level 10, 324 Queen Street,

Dr Kylle Ellis Brisbane, QLD Australia

Head of Research Partnerships

Kylie.ellis@microba.com Laboratory
Princess Alexandra Hospital,

Brisbane, QLD Australia
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Precision microbiome science
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